SEQUENCE LISTING 



<110> Schwartz, Robert 
Wei, Lei 
Chang, Jiang 
Entman , Mark 

<120> CLEAVED SERUM RESPONSE FACTOR IN CARDIAC DIAGNOSIS AND THERAPY 

<130> HO-P02659US1 

<14 0> Not Assigned 
<141> 2004-01-22 

<150> US 60/441,668 
<151> 2003-01-22 

<160> 5 

<170> Patentin version 3.1 

<210> 1 

<211> 10 

<212> DNA 

<213> Human 

<220> 

<221> misc_feature 

<222>- (1) . . (10) 

<223> N = A or T 

<400> 1 
ccnnnnnngg 

<210> 2 

<211> 508 

<212> PRT 

<213> Human 

<400> 2 

Met Leu Pro Thr Gin Ala. Gly Ala Ala Ala Ala Leu Gly Arg Gly Ser 
15 10 15 



Ala Leu Gly Gly Ser Leu Asn Arg Thr Pro Thr Gly Arg Pro Gly Gly 
20 25 30 



Gly Gly Gly Thr Arg Gly Ala Asn Gly Gly Arg Val Pro Gly Asn Gly 
35 40 45 



Ala Gly Leu Gly Pro Gly Arg Leu Glu Arg Glu Ala Ala Ala Ala Ala 
50 55 60 



Ala Thr Thr Pro Ala Pro Thr Ala Gly Ala Leu Tyr Ser Gly Ser Glu 
65 70 75 80 
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Gly Asp Ser Glu Ser Gly Glu Glu Glu Glu Leu Gly Ala Glu Arg Arg 
85 90 95 



Gly Leu Lys Arg Ser Leu Ser Glu Met Glu He Gly Met Val Val Gly 
100 105 110 



Gly Pro Glu Ala Ser Ala Ala Ala Thr Gly Gly Tyr Gly Pro Val Ser 
115 120 125 



Gly Ala Val Ser Gly Ala Lys Pro Gly Lys Lys Thr Arg Gly Arg Val 
130 135 140 



Lys He Lys Met Glu Phe He Asp Asn Lys Leu Arg Arg Tyr Thr Thr 
145 150 155 160 



Phe Ser Lys Arg Lys Thr Gly He Met Lys Lys Ala Tyr Glu Leu Ser 
165 170 175 



Thr Leu Thr Gly Thr Gin Val Leu Leu Leu Val Ala Ser Glu Thr Gly 
180 185 190 



His Val Tyr Thr Phe Ala Thr Arg Lys Leu Gin Pro Met He Thr Ser 
195 200 205 



Glu Thr Gly Lys Ala Leu He Gin Thr Cys Leu Asn Ser Pro Asp Ser 
210 215 220 



Pro Pro Arg Ser Asp Pro Thr Thr Asp Gin Arg Met Ser Ala Thr Gly 
225 230 235 240 



Phe Glu Glu Thr Asp Leu Thr Tyr Gin Val Ser Glu Ser Asp Ser Ser 
245 250 255 



Gly Glu Thr Lys Asp Thr Leu Lys Pro Ala Phe Thr Val Thr Asn Leu 
260 265 270 



Pro Gly Thr Thr Ser Thr He Gin Thr Ala Pro Ser Thr Ser Thr Thr 
275 280 285 



Met Gin Val Ser Ser Gly Pro Ser Phe Pro He Thr Asn Tyr Leu Ala 
290 295 300 



Pro Val Ser Ala Ser Val Ser Pro Ser. Ala Val Ser Ser Ala Asn Gly 
305 310 315 320 
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Thr Val Leu Lys Ser Thr Gly Ser Gly Pro Val Ser Ser Gly Gly Leu 
325 330 335 



Met Gin Leu Pro Thr Ser Phe Thr Leu Met Pro Gly Gly Ala Val Ala 
340 345 350 



Gin Gin Val Pro Val Gin Ala lie Gin Val His Gin Ala Pro Gin Gin 
355 360 365 



Ala Ser Pro Ser Arg Asp Ser Ser Thr Asp Leu Thr Gin Thr Ser Ser 
370 375 380 



Ser Gly Thr Val Thr Leu Pro Ala Thr lie Met Thr Ser Ser Val Pro 
385 390 395 400 



Thr Thr Val Gly Gly His Met Met Tyr Pro Ser Pro His Ala Val Met 
405 410 415 



Tyr Ala Pro Thr Ser Gly Leu Gly Asp Gly Ser Leu Thr Val Leu Asn 
420 425 430 



Ala Phe Ser Gin Ala Pro Ser Thr Met Gin Val Ser His Ser Gin Val 
435 440 445 



Gin Glu Pro Gly Gly Val Pro Gin Val Phe Leu Thr Ala Ser Ser Gly 
450 455 460 



Thr Val Gin lie Pro Val Ser Ala Val Gin Leu His Gin Met Ala Val 
465 470 475 480 



lie Gly Gin Gin Ala Gly Ser Ser Ser Asn Leu Thr Glu Leu Gin Val 
485 490 495 



Val Asn Leu Asp Thr Ala His Ser Thr Lys Ser Glu 
500 505 



<210> 3 

<211> 4201 

<212> DNA 

<213> Human 

<400> 3 

ggtcggggga tccctccgcc gccagcgcgt ggtcccggcc ccctccaccc gccgtctcgg 60 

ccgcggccag cagcccctgc cccccggggg acgctgacgg ccgcccggcg cgccgcccta 120 

gcagacggac agggggcgct gcgcgcggcc tggggcaacc cgggccacag gggcaggaaa 18 0 
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gtgagggccc 


aggtcggccc 


gggcgtgcag 


gggccccggg 


ttcgcagcgg 


cggccgcggc 


240 


agcgatagcg 


gcactagcag 


cagcgggagt 


gccgggttga 


gccgggaagc 


cgatggcggc 


300 


ggctgcggcg 


gctccgattc 


ctcgctgact 


gcccgtccgc 


cctcctgcat 


cgagcgccat 


360 


gttaccgacc 


caagctgggg 


ccgcggcggc 


tctgggccgg 


ggctcggccc 


tggggggcag 


420 


cctgaaccgg 


accccgacgg 


ggcggccggg 


cggcggcggc 


gggacacgcg 


gggctaacgg 


480 


gggccgggtc 


cccgggaatg 


gcgcggggct 


cgggcccggc 


cgcctggagc 


gggaggctgc 


540 


ggcagcggcg 


gcaaccaccc 


cggcgcccac 


cgcgggggcc 


ctctacagcg 


gcagcgaggg 


600 


cgactcggag 


tcgggcgagg 


aggaggagct 


gggcgccgag 


cggcgcggcc 


tgaagcggag 


660 


cctgagcgag 


atggagatcg 


gtatggtggt 


cggtgggccc 


gaggcgtcgg 


cagcggccac 


720 


cgggggctac 


gggccggtga 


gcggcgcggt 


gagcggggcc 


aagccgggta 


agaagacccg 


780 


gggccgcgtg 


aagatcaaga 


tggagttcat 


cgacaacaag 


ctgcggcgct 


acacgacctt 


840 


cagcaagagg 


aagacgggca 


tcatgaagaa 


ggcctatgag 


ctgtccacgc 


tgacagggac 


900 


acaggtgctg 


ttgctggtgg 


ccagtgagac 


aggccatgtg 


tatacctttg 


ccacccgaaa 


960 


actgcagccc 


atgatcacca 


gtgagaccgg 


caaggcactg 


attcagacct 


gcctcaactc 


1020 


gccagactct 


ccaccccgtt 


cagaccccac 


aacagaccag 


agaatgagtg 


ccactggctt 


1080 


tgaagagaca 


gatctcacct 


accaggtgtc 


ggagtctgac 


agcagtgggg 


agaccaagga 


1140 


cacactgaag 


ccggcgttca 


cagtcaccaa 


cctgccgggt 


acaacctcca 


ccatccaaac 


1200 


agcacctagc 


acctctacca 


ccatgcaagt 


cagcagcggc 


ccctcctttc 


ccatcaccaa 


1260 


ctacctggca 


ccagtgtctg 


ctagtgtcag 


ccccagtgct 


gtcagcagtg 


ccaatgggac 


1320 


tgtgctgaag 


agtacaggca 


gcggccctgt 


ctcctctggg 


ggccttatgc 


agctgcctac 


1380 


cagcttcacc 


ctcatgcctg 


gtggggcagt 


ggcccagcag 


gtcccagtgc 


aggccattca 


1440 


agtgcaccag 


gccccacagc 


aagcgtctcc 


ctcccgtgac 


agcagcacag 


acctcacgca 


1500 


gacctcctcc 


agcgggacag 


tgacgctgcc 


cgccaccatc 


atgacgtcat 


ccgtgcccac 


1560 


aactgtgggt 


ggccacatga 


tgtaccctag 


cccgcatgcg 


gtgatgtatg 


cccccacctc 


1620 


gggcctgggt 


gatggcagcc 


tcaccgtgct 


gaatgccttc 


tcccaggcac 


catccaccat 


1680 


gcaggtgtca 


cacagccagg 


tccaggagcc 


aggtggcgtc 


ccccaggtgt 


tcctgacagc 


1740 


atcatctggg 


acagtgcaga 


tccctgtttc 


agcagttcag 


ctccaccaga 


tggctgtgat 


1800 


^gggcagcag 


gccgggagca 


gcagcaacct 


caccgagcta 


caggtggtga 


acctggacac 


1860 


cgcccacagc 


accaagagtg 


aatgatccgc 


ccgccgccct 


ggacagatgg 


cccaagggat 


1920 


ggcaccactt 


atttattgtt 


gccttttcac 


gttttcttta 


cacacacgtt 


gacgggccgc 


1980 


aggagggagg 


cggggaggag 


gaacgggcag 


ccacaggact 


gagccctctc 


actccagcca 


2040 
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aagaaatggg 


cctgcctgcc 


tccacccgtc 


ctccctcagc 


ctccccttct 


tcccgcccca 


2100 


cctcccattt 


ctgttgctgg 


aggggctgtc 


ctccttcctg 


ggaccccctc 


gccagcttgg 


2160 


ctcgatgttt 


gccatgagta 


ttagcttacc 


caatgggacc 


gtgccccacc 


tccccacaca 


2220 


caggccttct 


gtggggctgg 


gcaccgtgtc 


ctcctctgag 


gaagcagttg 


gggccctctt 


2280 


gccagcctcc 


ttgctgaccc 


caggtcagcc 


ctgtgtctgt 


cacaggctgg 


gtcaaaagag 


2340 


ccctggctct 


gcccctcagg 


gggccagctg 


gggagatggg 


ggcttcttcc 


tcacactgct 


2400 


gtcctctccc 


ccttcagctc 


ctgagtagct 


gggcctgtgc 


actgggcagg 


ttcctggggc 


2460 


cgcctgccct 


gccttgccgc 


tccccttgga 


cctccagggg 


ctcctgggtt 


ggagggaacc 


2520 


accagcgttc 


ccttctcccc 


cttgtcttcc 


cccctctcct 


cccagctgct 


ttacttaaag 


2580 


ttgattttga 


actttttatt 


tgaggagacg 


aagtgaaaac 


aaatctataa 


atatatattt 


2640 


ttaaaatatt 


taactttttt 


ttatggcgtt 


tttctcgtcc 


ccctccctgc 


ccaaactccc 


2700 


cttccctggg 


gagccctcag 


gctccccaga 


actggctggg 


cccctgggga 


cagagccacc 


2760 


ccatgagctc 


ggggtccacc 


agtgtgtggg 


ggagattctg 


ggtttgccca 


gtcctggatt 


2820 


gtttccagga 


gaaagccggg 


ggaggggccc 


tcaggccatt 


ccccaacggg 


gtggggaggg 


2880 


tgacccacag 


ctctgggcct 


ctttttgccc 


tttagggctg 


ttgctaggga 


gagggaagag 


2940 


ggagaccaaa 


tgtcggggtt 


ggggtgggag 


ggcgtcaggc 


agaggcaact 


gacttcattt 


3000 


gtgccacacg 


catgggcatt 


gcagccttgc 


gctgtcccag 


gcatgcagct 


gcctggggcc 


3060 


caagttgcag 


tgagcagggt 


ggggtctggg 


agggggtgag 


aggcaggaat 


gggggtcaga 


3120 


agaagtggga 


gcagcttctt 


gggctgagtg 


cagccaaagg 


ggagccagaa 


atgggcagtt 


3180 


ctcccaggga 


gtgagcagct 


actgtaactt 


ttttaaatta 


agacaaaaag 


ccttgaagaa 


3240 


aatgacttta 


tttttctaag 


tgtaacctca 


gtatttatgt 


aatttgtaca 


ggggccatgc 


3300 


cccacccccc 


tcctccccct 


ttggggtaga 


ccttgagggt 


gggccagcat 


aggggggagg 


3360 


gtcttttacc 


ctgtgtcaga 


gcctaccttc 


accacctata 


tccagaaggg 


gagctttttc 


3420 


agaaacaggg 


cagcagtggg 


gtgaaatttt 


cttaacccct 


aagactgcct 


tcagtaggaa 


3480 


caagctggct 


tctgtgatta 


ggtgaaggga 


tgggggaaga 


ttttatgcac 


agcctagtta 


3540 


tcaaggggat 


gatttgccga 


catgtttgag 


aaccccctaa 


cctctaaccc 


tcattgctgt 


3600 


c t tciccccat!! 

w ^ ^ z3 ^ V w ^ Cti^ 




\mr nay ci i» y y cm 


y L.^Ci^^ L.l« 




uyy ay ac c. 


J O O U 


agctggggct 


tatgggtggc 


tttcaaggct 


ggggcatggc 


aaatcagggg 


ccagagagca 


3720 


ggggagcttg 


ggactcaggt 


ctgtaactgc 


ccagcccctt 


ttctctgctc 


ttgtttcact 


3780 


ccaccatcac 


tcactcactc 


cccactcccc 


cacccatggg 


gaggagacct 


ttgatgaatt 


3840 
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cttcctctcc ttcccacaaa agacagaccc agtgagtgaa tcaggcaaag tgcttataat 3900 

9tgtgttgtg tgagcgtggc cttgggagga catgcgtgtg tcagggatga gttgaggtga 3960 

tatttttatg tgcagcgacc cttggtgttt cccttcctcg gtggctctgg ggtatgtgtg 4020 

tgtgggtgtg tgcgcctgag tgagtgtgtg tgcttgaatg tgagtgtgta tgtcagtggt 4080 

ttctacttcc cctgggatgc tgacccagga atagtggaca tggtcacagt cctatgtaca 4140 

gagctttctt ttgtattaaa aaaaaatact ctttcaataa atgtatcatt tttgtgcaca 42 00 

g 4201 

<210> 4 
<211> 358 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Promoter 
<400> 4 

gagctccacc gcggtggcgg ccgtccgccc tcggcaccat cctcacgaca cccaaatatg 60 
gcgacgggtg aggaatggtg gggagttatt tttagagcgg tgaggaaggt gggcaggcag 12 0 
caggtgttgg cgctctaaaa ataactcccg ggagttattt ttagagcgga ggaatggtgg 180 
acacccaaat atggcgacgg ttcctcaccc gtcgccatat ttgggtgtcc gccctcggcc 24 0 
ggggccgcat tcctgggggc cgggcggtgc tcccgcccgc ctcgataaaa ggctccgggg 3 00 
ccggcggcgg cccacgagct acccggagga gcgggaggcg ccaagctcta gaactagt 358 

<210> 5 

<211> 12 

<212> PRT 

<213> Human 

<400> 5 

Gly Ala Asn Gly Gly Arg Val Pro Gly Asn Gly Ala 
1 5 10 
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